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Introduction
In RAN2#Ad hoc 1801, we had an open issue for cell reselection:
10	 Dedicated and common reselection priority can be applied in idle. FFS whether the same priority for inactive mode.
In this contribution, we would like to discuss considerations on cell reselection in RRC inactive state.
Discussion
The difference between RRC idle and RRC inactive state due to UE mobility is that RNA update procedure would be triggered when the UE moves out of the configured RNA area. In a RNA area, Xn should be available. However, it is possible that there is no Xn interface between neighbor cells. In figure 1, there is no Xn interface between {cell 3, cell 4} and {cell 1, cell 2, cell 5, cell 6}. With the same rule for cell reselection in RRC idle, the UE may move from cell 1 to the cell 3, then move from cell3 to cell 5 quickly. In this case, two RNA update procedures would be triggered. Frequent RNA update procedure increases UE overhead and RAN overhead. The overhead can be saved if the UE can be kept in the cells (e.g. cell 2) with the same RNA area as long as possible.


Figure 1 UE mobility in RRC inactive mode
One may argue that there is no specific mechanism for TA update procedure during cell reselection in RRC idle state. Similar as TA update procedure, no specific mechanism for RNA update procedure during cell reselection procedure is needed. However, RNA update procedure is more frequent than TA update procedure as the RNA area is smaller than TA area. More overhead will be introduced if the UE cannot keep in the cell in the same RNA area as long as possible.
Hence, we propose to consider some mechanisms to keep UE in the same RNA area as long as possible. There are some options, for example:
Option 1: Positive cell specific offset for cells within the same RNA area
In this option, positive cell specific offset would be applied for cells within the same RNA area. With the bias, the inactive UE can be kept in the camped cell or reselect to a cell within the same RNA area. 
Option 2: Negative cell specific offset for cells out of the configured RNA area
In this option, negative cell specific offset would be applied if the cell is not in the configured RNA area of the UE. This is applicable to the case that few neighbor cells are out of the configured RNA area.
Option 3: Highest priority is applied to the cells within the same RNA area
Similar as cell reselection within CSG, the UE will consider the cells within the same RNA area are highest priority irrespective of the frequency priority for normal cell reselection in RRC idle. If the UE detects a cell within the same RNA area is the highest ranked cells on a certain frequency, the UE will reselect to that cell.
All these options are controlled by the network configuration. Considering the RAN area configuration is still in early stage of discussion, we propose to prioritize cells within the same RNA area for cell reselection in RRC inactive state. The detail can be discussed further.
Proposal 1: During cell reselection in RRC inactive state, some priority mechanisms can be applied to cells within the same RNA area.
[bookmark: _GoBack]Conclusion
In this contribution we analyze the necessity of keeping UE in the same RNA area during RRC inactive state and list some possible options. We propose:
Proposal 1: During cell reselection in RRC inactive state, some priority mechanisms can be applied to cells within the same RNA area.
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